ABSTRACT
gene expressions in the biochemical and physiological processes during plant development (Barthe, 2000) . It is known that plants mediate adaptive responses to physiological and environmental changes by fluxing the endogenous ABA level, which is controlled by the process of biosynthesis and catabolism.
ABA synthesis process in plant. ABA in higher plants is formed from xanthoxin via ABA-aldehyde by two oxidation reactions. The cis-isomers of violaxanthin and neoxanthin are cleaved to a C15 product, xanthoxin and a C25 metabolite (Li, et.al., 2012; Sun, et.al., 2013) . Active ABA can be either degraded to some inactive structures in higher plants, through an irreversible pathway starting with 8'-hydroxylation and catalyzed by ABA 8'-hydroxylase (CYP707As), or stored in the bound form ABAglucosylester (ABA-GE), catalyzed by ABA glucosyltransferase (ABA-GTase) as discussed by (Barthe, 2000) . The conjugation is the simple process of ABA to either ABA-glucosyl ester (-GE) or ABA-glucosyl ether (-GS). ABA-GE and ABA-GS have been isolated from several plant species as discussed by (Xu, et.al., 2002) The glucosyl-transferase (GTase)
can transfer nucleoside diphosphateactivated sugars to receptors of low molecular weight substrates.
Researches on the role of the gene encoding β-glucosidase of various crops have been widely studied. β-glucosidase 1 (AtBG1) was found in Arabidopsis thaliana, where it catalyzes the release of ABA-GE back into active ABA in order to rapidly adjust ABA levels as discussed by (Lee, et.al., 2006) . These findings suggest a complex regulation mechanism for ABA accumulation. During grape ripening, the expression of VvBG1 remains at high levels from coloration to fruit ripening, which indicates that ABA, produced by VvBG1, plays an important role in regulating the levels of ABA during the later stages of ripening (Sun, et.al., 2013 ).
In addition, the level of ABA in plants is susceptible to the effect of environmental stress (Castellarin, 2007 Characteristics of highly specific karst ecosystem can cause biological problems, especially the plants that can live in this region is a plant that has a high adaptability to drought, and high pH as discussed by (Nahdi, dkk., 2012) . Karst provides stress to the certain plant growth.
TACAPA is one of climacteric melons which developed from the plant breeding process. It is resulted from the crossing between ♀ Action 434 which is a commercial melon with a sweet taste and ♂ PI 371795 which is resistant to powdery mildew. TACAPA melon have superior as discussed by (Aristya, 2006) characteristics which is resulted from the breeding of its parent characteristics, in examples the flattened shape with fine net, green yellowish flesh, sweet taste, and resistant to powdery mildew as discussed elsewhere (Aristya, 2009; Daryono dan Qurrohman, 2009; Qurrohman, 2011) . While melon TA is the result of a cross between TACAPA with Action 434.
Melon TACAPA and TA are superior melons which are developed by Biology.
In this study, we conducted an analysis of CmBGIgene expression encoding β-glucosidase that contributes to the regulation of phytohormones ABA.
Gene expression was quantitatively and qualitatively analyzed between melons which were grown in normal condition compared to melons which were grown in normal critical land medium.
MATERIAL AND METHOD
Experiments were conducted in 2014 in the greenhouse of KP4 UGM. Melon cultivar TACAPA and TA were used in Table 1 . Specific primers used for amplification of genes from melon
these experiments. These melons were developed by genetics laboratory of Table 2 ).
Results of PCR using specific primers were run on 1.5% agarose gel CmBGI gene encodes an enzyme that regulates hormone ABA. According to (Chernys et.al.,2000; Zhu, et.al.,2002 
